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SARS-CoV-2 shedding
and infectivity
Fei Zhou and colleagues1 estimated
mean duration of viral shedding by
assessing the presence of severe acute
respiratory syndrome coronavirus 2
(SARS-CoV-2) viral RNA in patient
samples. Assessing potential infect
ivity is a labour-intensive process,
but the presence of nucleic acid alone
cannot be used to define viral shedding
or infection potential, as the authors
state is possible within their methods.
For many viral diseases (SARS-CoV,
Middle East respiratory syndrome
coronavirus, influenza virus, Ebola
virus, and Zika virus) it is well known
that viral RNA can be detected long
after the disappearance of infectious
virus.2–7 With measles virus, viral RNA
can still be detected 6–8 weeks after
the clearance of infectious virus. 8
The immune system can neutralise
viruses by lysing their envelope or
aggregating virus particles; these
processes prevent subsequent
infection but do not eliminate nucleic
acid, which degrades slowly over time.
We were surprised to note the
absence of viral load data in this study.1
Although the use of sensitive PCR
methods offers value from a diagnostic
viewpoint, caution is required when
applying such data to assess the
duration of viral shedding and infection
potential because PCR does not
distinguish between infectious virus
and non-infectious nucleic acid.
The timely publication of insightful
data is paramount in responding
to outbreaks of novel pathogens.
However, the findings in this study
should not be used to conclude
prolonged viral shedding or provide
rationale to amend isolation policies,
as concluded by the authors; infectivity
data are required to demonstrate these
specific aspects.
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